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A549 STR    
 

  
 

Take appropriate A549 cells (× 10. 1 . 6 ) using PureLink®  the Genomic the DNA 

the Mini Kit (U.S. Life K182001 genomic) ahead of the DNA , using the PowerPlex ®  18D 

system (U.S. Promega DC1802 ) kit was amplified in ABI3500 Genetic Analyzer 

(U.S. Life3500 ) Perform testing.  

  
 

Both the negative and positive control results in the experiment were 
correct. 
 

The genotyping results of the STR locus and Amelogenin locus of the 

A549 cell line are shown in the attached table, and the type map is shown in 

the attached figure.  

  
 

After amplification of the genomic DNA of the A549 cell line , the map 
is clear and the typing results are good.  
 

  
 

1. The results of cellular STR typing of A549 cell line DNA showed that no human 
cells were found in the cell line.        
 

Fork contamination. 
 

2. The cell line DNA typing is found in the ATCC cell bank that matches 100% of 
its cell typing        
 

The cell line name is A549 .  
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1 STR Amelogenin
A549  

 

Cell A549 (picture number is PC73 )    

Marker Allele 1  Allele 2  

D3S1358 16 16 

THO1 8 9.3 

D21S11 29 29 

D18S51 14 17 

Penta E  7 11 

D5S818 11 11 

D13S317 11 11 

D7S820 8 11 

D16S539 11 12 

CSF1PO 10 12 

Penta D  9 9 

AMEL X Y 

vWA 14 14 

D8S1179 13 14 

TPOX 8 11 

FGA twenty three twenty three 

D6S1043 11 13 

D2S1338 twenty four twenty four 

D12S391 18 18 

D19S433 13 13 

D1S1656 17 18.3 

 

1 ATCC A549 STR   
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Cell STR test report  
 

Client : Shanghai Chuanqiu Biological Technology Co., Ltd.  

Commission Date : 2020- 11-08  
 

Identification Date : 2020- 11- 12 is  
 
 

A , the material being tested:     

2020- 11-08 received client . 1 cell lines precipitation :  

The serial number is "XB-2011091" , and the package is marked as "H1299" .  

It is required to identify whether the cell line is a single-source 

cell line and whether there is cross-contamination . Two , sample timber 

handling and test methods:     

Proper amount of sample material (with microread the Genomic the DNA Kit extract 

the DNA ,) using MicroReader (TM) 21 is ID the System amplification 20 is th STR loci and 

gender identification locus , using the ABI 3730xl Genetic Analyzer into rows 

PCR product was detected using GeneMapperID-X software (Applied Biosystems) for 

the detection result into the line analysis , with ATCC and DSMZ for 

comparison database .      

Three , test results:     

1 Both the negative and positive control results in the experiment are 
correct;    

2 After the DNA amplification of the test sample cell , the pattern is clear , 
and the typing result is good . The STR site and    

The genotyping results of Amelogenin locus are shown in the attached table 
, and the typing map is shown in the attached figure;  

3 The cell does not have multiple allele 1 phenomenon in the 8 alignment sites ;       
 

4 database alignments 2 (show the highest degree of matching results ):       
 

 
ATCC DSMZ Test sample 

Cell name NCI-H1299Lung 

CarcinomaHuman   
NCI-H1299 H1299 

Cell number CRL-5803 CRL-5803 XB-2011091 

Amelogenin X 
   

X X 
  

X 
   

D5S818 11 
   

11 11 
  

11 
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D13S317 12 
   

12 12 
  

12 
   

D7S820 10 
   

10 10 
  

10 
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D16S539 12 13 
  

12 13 
  

12 13 
  

vWA 16 17 18 
 

16 17 18 
 

16 18 
  

TH01 6 9 . 3  
  

6 9 . 3  
  

6 9 . 3  
  

TPOX 8 
   

8 8 
  

8 
   

CSF1PO 12 
   

12 12 
  

12 
   

Match 3  92% 0 . 97  
 

Matching 
instructions 4  

Relevant - 

Description :  

1 . In the ATCC and DSMZ cell bank 8 is greater than or equal to a ratio of sites . 3 a multi-allelic suggests the 
possibility of cross-species homology sewage  

Pollution ; the presence of 1-2 multiple alleles may be due to cell mutation and is not considered as 
contamination .  

2 . Genotyping results included in the test cell with ATCC and DSMZ cell bank ( DSMZ Cell library contains a URL 
connection from ATCC , DSMZ ,     

JCRB , and RIKEN this . 4 cells library 2455 Cell Lines STR cell line type) in the STR data matches , is 

not included in the narrow cell library cells will not match .  

. 3 . ATCC matching algorithm to match the database is the number of peaks in all tested cell lines / ATCC number 
of all peaks × 100% , the DSMZ database    

The matching algorithm , the EV = number of all peaks match test cell × 2 / (measured cells + number 
database) all peaks .  

4 . Match description : the ATCC cell bank according to the ratio of the ANSI develop international standards , 
matching cell lines ≥80% when considered with their      

There is a correlation , that is , it is derived from a common ancestor cell ; the matching degree is 

between 56% and 79% , and the correlation needs to be further verified ; less than 56% , indicating 

that the two are not related . When the STR typing of the cell line to be tested is compared with the 

DSMZ cell bank , there are only two STR scores      

When the types are exactly the same , the matching description is " exact match " , otherwise the matching description is 
" -- " .  

Four , conclusions of the examination:     

H1299: ① The cell DNA for cell STR typing results show , no cells found 

in the human small cell cross-contamination . ②The matching rate of STR data 

between this cell and NCI- H1299Lung CarcinomaHuman cell was 92% . ③The DNA 

typing of this cell is not found in the DSMZ cell bank that matches 100% of its 

typing  
 

Cell .  
 
 
 
 

Operator : Yi Yunhui  
 
 
 

Beij
ing 



 

 
 
 

 

 

(This result is only responsible for this inspection) 
 
 

Reviewer : Ding 
Rong  

Yuewei Gene Technology 
Co., Ltd. 
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Remarks :  

1 . Effective peak real PCR bands , small peak and non-specific bands in the calculation negligible .     

2 . This experiment meet the ISO 9001 : , 2015 and the ISO 13485: 2016 quality standards , in accordance with 
MicroReader (TM) 21 is ID the System the STR kit       

The provided experimental methods and analytical methods are tested , and the results are for 
scientific research use only .  

. 3 . Standards for the Cell Line Authentications : the To Standardize the STR Analysis for Human Cell Line           

authentication, the American Tissue Culture Collection (ATCC) Standards Development 

Organization Workgroup published ASN-0002-2011, which recommends the use of at least eight STR 

loci (TH01, TPOX, vWA, CSF1PO, D16S539, D7S820, D13S317 and D5S818) plus Amelogenin for 

gender identification for human cell line authentication .                               
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Attached table : Genotyping results of STR locus and Amelogenin locus of 
cell H1299  
 

Cell H1299  

(Picture No. XB-2011091 )  

Marker Allele 1  Allele 2  

D19S433 14 14 

D5S818 11 11 

D21S11 32 . 2  32 . 2  

D18S51 16 16 

D6S1043 11 11 

AMEL X X 

D3S1358 17 17 

D13S317 12 12 

D7S820 10 10 

D16S539 12 13 

CSF1PO 12 12 

Penta D  13 13 

D2S441 11 13 

vWA 16 18 

D8S1179 10 13 

TPOX 8 8 

Penta E  11 11 

TH01 6 9 . 3  

D12S391 twenty 
one 

twenty 
two 

D2S1338 twenty 
three 

twenty 
four 

FGA 20 20 
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BRIEF : Cells H1299 of STR typing pattern  
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Cell Line Authentication Report 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 
 

 

Cell Line Authentication Report 

 

Customer: Weizheng Wu 

Quotation Number: 80-1076809638_R2 

Completion Date: 11/30/2022 

 

1. Sample ID: S3  

2. Original Material: Cell pellet 

3. Methods: 

1).Genomic DNA was extracted from the cell pellets provided by the customer.  

2).Samples, together with positive and negative control were amplified using GenePrint 10 System (Promega). 

3). Amplified products were processed using the ABI3730xl Genetic Analyzer.  

4). Data were analyzed using GeneMapper4.0 software and then compared with the ATCC, DSMZ, JCRB and 

RIKEN databases for reference matching.  

4. Results: 

1) 10 Loci STR Profile： 

Genetic Site Customer sample 

(Locus)  S3 

Amelogenin X X 

CSF1PO 11 12 

D13S317 12 12 

D16S539 11 13 

D5S818 9 12 

D7S820 10 11 

THO1 6 7 

TPOX 11 12 

vWA 16 17 

D21S11 29 29 

 

  



 

 
 

 

<<< Search for reference matching with the Cell Bank databases and add the match results. >>>  

 

Summary 

Your cell line is considered “identical” to the reference cell line AGS in the ATCC STR database, as the STR 

profile yields a 100% match. 

 

 



 

 
 

 

2) Electrophoretogram 

         
Note：Raw data in appendix 
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STR Profiling Report 

 

 

 

 

 

 
Sample Code:  HCC4006 

 Sample Type:    Cell Line 

 Testing Method: STR Genotyping 

 Report Time: April 15, 2021 

  

 

 

Cell Line Authentication Service 
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COMPANY STATEMENT 

 

1. THIS REPORT IS ONLY RESPONSIBLE FOR THE SAMPLES ANALYZED. 

2. THE TESTING RESULTS AND THE ORGANIZATION NAME WILL NOT BE USED 

FOR ADVERTISEMENT, COMMERCIAL EXHIBITIONS, COMMERCIAL 

PERFORMANCE AND OTHER COMMERCIAL ACTIVITIES. 

3. OBJECTIONS SHOULD BE RAISED WITHIN FIFTEEN DAYS AFTER THE RECEIPT 

OF THIS REPORT. 

4. THE PAPER REPORT WITH CONTENT ALTERING, ADDING ARE INVALID. 

 

 

Testing Company: Shanghai Biowing Applied Biotechnology Co. Ltd 

Address: Room 502, NO.1015 Longteng Rd , Songjiang District, Shanghai 

Tel: +86-021-33559491 

Contact: Wenyao Zhang 

E-mail: market@biowing.com.cn 
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Cell Line Authentication – STR Profiling Report 

 
Sample code 

Table 1. Sample Code 

Customer’s code Company Code 

HCC4006 20210410-01 

 

Sample Number :1 

Sample Type: Cell line                              

Testing Type: STR 

Testing Method: 

DNA was extracted by a commercial kit from CORNING (AP-EMN-BL-GDNA-250G). 

The twenty STRs including Amelogenin locus were amplified by six multiplex PCR and 

separated on ABI 3730XL Genetic Analyzer. The signals were then analyzed by the 

software GeneMapper. 

Data Interpretation:  

Cell lines were authenticated using Short Tandem Repeat (STR) analysis asdescribed in 

2012 in ANSI Standard (ASN-0002) by the ATCC Standards Development Organization 

(SDO) and in Capes-Davis et al., Match criteria for human cell line authentication: 

Where do we draw the line? Int J Cancer.2013;132(11):2510-9. 
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Test Results 

1. STR profile 

Table 2. STR and Amelogenin Genotyping Results of Cell line. 

Loci 

Sample information Cell Bank information 

Sample name：HCC4006 Cell line name：HCC4006 

Allele1 Allele2 Allele3 Allele1 Allele2 Allele3 

D5S818 12 12  12 12  

D13S317 11 12  11 12  

D7S820 9 12  9 12  

D16S539 11 12  11 12  

VWA 16 17  16 17  

TH01 7 7  7 7  

AMEL X X  X X  

TPOX 8 9  8 9  

CSF1PO 10 10  10 10  

D12S391 21 22     

FGA 21 22 23    

D2S1338 17 24     

D21S11 31 31     

D18S51 15 19     

D8S1179 10 14     

D3S1358 16 18     

D6S1043 17 17     

PENTAE 7 13     

D19S433 12 13     

PENTAD 9 14     
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2. database annotation  

Figure 1. STR matching analysis  

 

Note: The STR online match analysis of the test cell against DSMZ database, showing cell number (Cell 

No.) and cell name. 

 

3. Authentication 

The submitted sample profile is human, but not a match for any profile in the DSMZ STR 

database. 

The submitted profile is exact match for the following human cell line(s) in the DSMZ STR 

database (8 core loci plus Amelogenin): HCC4006. 

The submitted profile is similar to the following DSMZ human cell line: /. 

⚫ Note: A cell line can be considered to be authenticated when 80% (exact match) of the 

alleles in its STR profile match profiles from tissue or other cell line samples from that donor 

or from database. Cell lines with between a 55% to 80% (similar) match require further 

profiling for investigation of relatedness. 
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Appendix 
 

1. Genotyping Strategy and Site Distribution 

Table S1. Experimental Strategy and Sites 

 Strategy 1 Strategy 2 Strategy 3 Strategy 4 

1 D3S1358 D8S1179 D19S433 AMEL 

2 VWA D21S11 TH01 D6S1043 

3 D7S820 D16S539 D13S317 D5S818 

4 CSF1PO D2S1338 TPOX D12S391 

5 PENTAE PENTAD D18S51 FGA 

 

The allele match algorithm compares the 8 core loci plus amelogenin only, even though 

alleles from all lociwill be reported when available. 

2. DSMZ tools was used to carry on the cell line comparison, which contains 2455 cell lines STR 

data from ATCC, DSMZ, JCRB ,ECACC，GNE and RIKEN databases. If the cell is not 

included in the above cell library, users need to compared with other databases. 

 

Technician: Jianan Zhang 

Checked by:  Ning Qian 

Issued by: Yang Bai 

Issue date: April 15, 2021 

 

 

 

 

 

 

 

 

 

 














